Preparing for out-of-season influenza epidemics when

international travel resumes

Sheena G Sullivan

Influenza vaccination for travellers and the resources mobilised
during the COVID-19 pandemic could mitigate the effects of an
influenza resurgence

leagues' report that inter-seasonal in-

fluenza activity in New South Wales
was unusually high during the 2018-19
summer, and provide compelling evi-
dence for the role of international travel
in seeding local influenza epidemics.
During December 2018 — March 2019,
people with notified influenza infec-
tions were 3.7 times as likely to report
recent overseas travel as other people;
however, the odds were almost seven times as high for people
with infections identified during the first two months of sum-
mer, suggesting that some of these cases initiated local out-
breaks, with subsequent community transmission.'

I n this issue of the MJA, Marsh and col-

This interpretation is consistent with previous findings that
influenza circulation in Australia undergoes serial, local elim-
inations at the end of winter, with epidemics re-ignited by new
viruses imported from overseas via international travel.” This
phenomenon has never been better exemplified than during the
coronavirus disease 2019 (COVID-19) pandemic. In early 2020,
influenza activity was higher than normal for the inter-seasonal
period, but plummeted with the introduction of COVID-19 re-
strictions in March 2020.” Introduction of new viruses was pre-
vented by the closure of the Australian international border and
the requirement that all returning travellers undergo 14 days of
hotel quarantine. As a result, we have not confirmed the presence
of influenza virus in any community samples sent to our refer-
ence laboratory since April 2020. It would seem that the virus
has been locally eliminated, but the threat of its re-introduction
looms with the imminent re-opening of our border."

Throughout the pandemic, influenza A(HIN1)pdmO09, A(H3N2),
and B/Victoria have continued to circulate globally, with evidence
of small, sporadic outbreaks, chiefly in tropical and subtropical
regions of Asia and Africa (Box), where influenza seasonality
is less marked than in temperate regions and year-round, low
level activity is typical.” Marsh and colleagues' found that re-
turned travellers with notified influenza had most frequently
arrived from South-East Asia (42 of 168, 25%). However, current
circulation patterns suggest that this region is not the most likely
source of influenza importation into Australia. Our laboratory
has confirmed the presence of influenza viruses in samples col-
lected from travellers in hotel quarantine who have returned
from South Asia, particularly those in the Howard Springs facil-
ity in the Northern Territory. As the influenza incubation period,
infectious period, and serial interval are short,® the current dura-
tion of hotel quarantine (14 days) has prevented people leaving
quarantine while still infectious, even in the context of chains of

transmission within travelling groups. However, if quarantine
periods are reduced or eliminated, infected travellers may enter
the community and instigate local outbreaks.

The report by Marsh and colleagues' indicates that, as borders
open in late 2021, we should expect the introduction of influenza
viruses into Australia and possibly intense out-of-season activ-
ity. Re-opening will precede our seasonal influenza vaccination
campaign, which usually begins in April. To restrict the entry of
influenza viruses, all returning travellers should be required to
be vaccinated against influenza prior to travel, as recommended
by the New South Wales Ministry of Health in response to the
study by Marsh and colleagues.' Given the similarities in dis-
ease presentation, diagnosis, and management, the wealth of re-
sources made available during the COVID-19 pandemic should
also be leveraged to mitigate the consequences of influenza
outbreaks. To avoid unclear messaging and to harmonise the
response to all respiratory virus outbreaks, this would include
testing for influenza as well as the severe acute respiratory syn-
drome coronavirus 2 (SARS-CoV-2), especially in people in hotel
quarantine, and sharing the resources of the special COVID-19
public health divisions that have been established in many
jurisdictions.

Any resurgence of influenza will be most harshly felt by older
people,7 particularly those in aged care facilities, among whom
influenza mortality is high® and the COVID-19 pandemic has
already exerted a heavy toll.” It behoves us as a nation to protect
our older citizens, and it reflects on us poorly when we fail to
do so. In addition, influenza is likely to infect a considerable
proportion of young children. In contrast to those infected with
SARS-CoV-2, many children infected with influenza, especially
those less than six months old, may need hospital care.” A re-
surgence of respiratory syncytial virus outbreaks in late 2020/
early 2021 has already challenged some paediatric hospitals
in Australia.’ Increased severity of disease among patients
co-infected with SARS-CoV-2 and influenza was reported in
China in 2020,"" and this could also have consequences for our
healthcare system.
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* Source: the GISAID Initiative (https://www.gisaid.org). Although influenza viruses have also been reported to the World Health Organization from countries not included here, low level
circulation increases the possibility of false positive detections; the availability of sequencing data provides confirmation that viruses detected in these countries were true positives.
Countries from which more than ten viruses have been sequenced since 1 May 2021 include Bangladesh, China, Cote d'lvoire, Ghana, India, the Netherlands, Qatar, the Russian Federation,
Singapore, South Africa, and the United States. Viruses detected in Australia and New Zealand have been identified in returned travellers in managed quarantine facilities and have not been
associated with community transmission. The proportions of viruses detected in other countries associated with travel are unknown. ¢

The mathematical models driving government decision making
regarding the re-opening of borders may therefore need to be
adjusted to take into account hospital and public health systems 4
overwhelmed by the dual, and possibly out-of-season, circula-

tion of these two virus families.
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